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Bis[L-histidine-kN®,kN3]zinc dihydrate
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T T R has TATy (B fHEZ)
: Efanesoctocog Alfa (Genetical Recombination)

EHBRRIEMIIRTHIER2)

ATRRYYLGAV ELSWDYMOSD LGELPVDARE PPRVPKSEPE NTSVVYKKTL 50
FVEFTDHLEN IAKPRPPWMG LLGPTIQAEV YDTVVITLKN MASHPVSLHA 100
VGVSYWKASE GAEYDDQTSQ REKEDDKVEP GGSHTYVWQV LKENGPMASD 150
PL?LTYSYLS HVDLVKDLNS GLIGALLV?R EGSLAKEKTQ TLHKFILLFA 200
VEDEGKSWHS ETKNSLMQODR DAASARAWPK MHTVNGYVNR SLPGLIGCHR 250
KSVYWHVIGM GTTPEVHSIF LEGHTFLVRN HRQASLEISP ITFLTAQTLL 300
MDLGOFLLEC HISSHQOHDGM EAYVKVDS&P EEPQLRMKNN EEAEDYDDDL 350
TDSEMDVVRE DDDNSPSFIQ IRSVAKKHPK TWVHYIAAEE EDWDYAPLVL 400
APDDRSYKSQ YLNNGPQRIG RKYKKVREFMA YTDETEFKTRE AIQHESGILG 450
PLLYGEVGDT LLITIFKNQAS RPYNIYPHGI TDVRPLYSRR LPKGVKHLKD 500
FPILPGETIFK YKWTVTVEDG PTKSDPRCLT RYYSSFVNME RDLASGLIGP 550
LLIéYKESVD ORGNQIMSDK RNVILEFSVED ENRSWYLTEN IQRELPNPAG 600
VOQLEDPEFQA SNIMHSINGY VFDSLQLSV@ LHEVAYWYIL SIGAQTDFLS 650
VEFFSGYTFKH KMVYEDTLTL FPESGETVEM SMENPGLWIL GCHNSDERNR 700
GMTALLKVSS éDKNTGDYYE DSYEDISAYL LSKNNAIEPR SEFSONGTSES 750
ATPESGPGSE PATSGSETPG TSESATPESG PGSEPATSGS ETPGTSESAT 800
PESGPGTSTE PSEGSAPGSP AGSPTSTEEG TSESATPESG PGSEPATSGS 850
ETPGTSESAT PESGPGSPAG SPTSTEEGSP AGSPTSTEEG TSTEPSEGSA 900
PGTSESATPE SGPGTSESAT PESGPGTSES ATPESGPGSE PATSGSETPG 950
SEPATSGSET PGSPAGSPTS TEEGTSTEPS EGSAPGTSTE PSEGSAPGSE 1000
PATSGSETPG TSESATPESG PGTSTEPSEG SAPASSEITR TTLQSDQEET 1050
DYDDTISVEM KKEDFDIYDE DENQSPRSEFQ KKTRHYEFTIAA VERLWDYGMS 1100
SSPHVLRNRA QSGSVPQFKK VVFQEFTDGS FTQPLYRGEL NEHLGLLGPY 1150
IRAEVEDNIM VTEFRNQASRP YSEYSSLISY EEDQRQGAEP RKNEVKPNET 1200
KTYFWKVQHH MAPTKDEFDQ KAWAYFSDVD LEKDVHSGLI GPLLVQHTNT 1250
LNPAHGRQVT VQEFALFFTI FDETKSWYET ENMERN%E%E_SNIQMEDPTF 1300
KENYRFHAIN GYIMDTLPGL VMAQDQORIRW YLLSMGSNEN IHSTIHFSGHV 1350
FTVRKKEEYK MALYNLYPGV FETVEMLPSK AGIWRVECLI GEHLHAGMST 1400



LFLVYSNKCQ TPLGMASGHI RDFQITASGQ YGOWAPKLAR LHYSGSINAW 1450
STKEPFSWIK VDLLAPMITH GIKTQGARQK FSSLYISQFI IMYSLDGKKW 1500
QTYRGNSTGT LMVFFGNVDS SGIKHNIFNP PIIARYIRLH PTHYSIRSTL 1550
RMELMGCDLN SCSMPLGMES KAISDAQITA SSYFTNMFAT WSPSKARLHL 1600
OGRSNAWRPQ VNNPKEWLQV DFQKTMKVTG VTTQGVKSLL TSMYVKEFLI 1650
SSSQDGHOWT LFFQNGKVKV FQGNQDSFTP VVNSLDPPLL TRYLRIHPQS 1700
WVHOTALRME VLGCEAQDLY DKTHTCPPCP APELLGGPSV FLEPPKPKDT 1750
LMISRTPEVT CVVVDVSHED PEVKENWYVD GVEVHNAKTK PREEQYNSTY 1800
RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK GQPREPQVYT 1850
LPPSRDELTK NQVSLTGLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS 1900
DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE ALHNHYTQKS LSLSPG 1946
B 4
SLSéRPPMVK LVCPADNLRA EGLECTKTCO NYDLECMSMG éVSGéLgPPG 50
|MVRHENR&VA LERCPCFHOG KEYAPGETVK IGCNTCVCRD RKWNCTDHVC 100
[DATCSTIGMA HYLTFDGLKY LFPGECQYVL VQDYCGSNPG TFRILVGNKG 150
CSHPSVKCKK RVTILVEGGE IELFDGEVNY KRPMKDETHF EVVESGRYII 200
LLLGKALSVV WDRHLSISVV LKQTYQEKVC GLCGNFDGIQ NNDLTSSNLQ 250
VEEDPVDFGN SWKVSSQCAD TRKVPLDSSP ATCHNNIMKQ TMVDSSCRIL 300
| —— =]
TSDVFQDCNK LVDPEPYLDV CIYDTCSCES IGDCAAFCDT IAAYAHVCAQ 350
HGKVVTWRTA TLéPngEER NLRENGYEAE WRYNSCA%A? QVTTQHPEPL 400
AéPVQCVEGé_ﬁ§ﬁ§§§éKIL DELLQT{VDP EDCPVCEVAG RREASGKKVT 450
LNPSDPEHCO IGHCDVVNLT GEACOEPGTS ESATPESGPG SEPATSGSET 500
PGTSESATPE SGPGSEPATS GSETPGTSES ATPESGPGTS TEPSEGSAPG 550
SPAGSPTSTE EGTSESATPE SGPGSEPATS GSETPGTSES ATPESGPGSP 600
AGSPTSTEEG SPAGSPTSTE EGASSDKNTG DYYEDSYEDI SAYLLSKNNA 650
IEPRSFSDKT HTCPPCPAPE LLGGPSVFLF PPKPKDTLMI SRTPEVTCVV 700
VDVSHEDPEV KENWYVDGVE VHNAKTKPRE EQYNSTYRVV SVLTVLHZB%W 750
INGKEYKCKV SNKALPAPIE KTISKAKGQP REPQVYTLPP SRDELTKNQV 800
SLTCLVKGFY PSDIAVEWES NGQPENNYKT TPPVLDSDGS FFLYSKLTVD 850
KSRWQQGNVE SCSVMHEALH NHYTQKSLSL SPG 883

ABHY346, AS1Y718, ASHY719, ASHY723, A#{Y729, A#iY1052, A#{Y1068, B#H{Y632, B#HY633, B
Y637, BEHY643 : ERorMIRREA(L ; ABHNAL, ASHN239, AfHN1198, AHHN1506, ASHN1797, BEHN94, B
N384, BHHN734 : BEGHEA ; ABHGT46-A8HS1036, BHHGAT8-BE{S625 : Off AT A Al AE fE ek
ABC1726 — B#iC663, AHHC1729 — BHHCE66 : 2 Z /L7 1 FfEE
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FVIII ! vWF
FVIIl
Fc

Fc

AfE BEE

Ci3s00H20058N368204376S136 (& o 737 557, 2 ANEH)
A #{ Coso1H14646N255803007S70
B 4 CuosoHe316N112401369S66

TRV has TAT 7L, Bz Fe-t MMEEEEEE VIR (FVID) -BE R 73> - U g
L7 7 KR (VWF) flaiE o378 (4375 1% 350,000) TH Y, 1946 [HOT I/ BRIEREN D725
ASHKRO88IH DT I/ ik B D B THARIND. ASHD 1~7453% H, 746~1033 F H, 1034~
1036 & H, 1037~1720 & H, MKUON1721~1946 FH X, ZH L FVII O 1~745 & H, FEREENER U X7
F RV H—, XTF KU A—, FVII ® 1649~2332 FH, KUt b IgGLl ® Fc KA A > (CEKEU v~
VERELRRTS) OTF 2 ERFEILICHY L, B #HD 1~477 FH, 478~625 K H, 626~657 FH, M 658~
883 HH DT I WEFEFEIL, THEN VWF @ 742~1218 & H (C336A, C379A) , FEREEMER Y X7F R
> 71—, FVII ® 626~657 % H, MOt b IgGL D Fc KAA > (CEV v iEbRE) OF7 I Bk
Y5, =27 7x Y7 bas T 7 i, HEK293 filnic L W EEA S 5.

Efanesoctocog Alfa is a recombinant Fc-human blood coagulation factor VIII (FVIII) -human von Willebrand factor
(VWEF) fusion glycoprotein (molecular weight: ca. 350,000) composed of an A-chain consisting of 1946 amino acid
residues and a B-chain consisting of 883 amino acid residues. The amino acid residues at positions 1 — 745, 746 — 1033,
1034 - 1036, 1037 — 1720, and 1721 — 1946 of the A-chain correspond to amino acids residues at positions 1 — 745 of
FVII1, unstructured polypeptide linker, peptide linker, amino acids residues at positions 1649 — 2332 of FVIII, and Fc
domain of human IgG1 whose C terminal lysine residue is deleted. The amino acid residues at positions 1 — 477, 478
— 625, 626 — 657, and 658 — 883 of the B-chain correspond to amino acid residues at positions 742 — 1218 of vVWF
(C336A, C379A), unstructured polypeptide linker, amino acid residues at positions 626 — 657 of FVIII, and Fc domain

of human IgG1 whose C terminal lysine residue is deleted. Efanesoctocog Alfa is produced in HEK293 cells.
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: Tusamitamab Ravtansine (Genetical Recombination)

7 X BEAIR T ANVT ¢ RiEE

H 84

EVQLQESGPG LVKPGGSLSL S?AASGFVFS SYDMSWVRQT PERGLEWVAY 50
ISSGGGITYA PSTVKGRETV SRDNAKNTLY LQMNSLTSED TAVYY&AAHY 100
FGSSGPFAYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT |200
YIéNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPELLGG PSVFLEFPPKP 250
KDTLMISRTP EVT?VVVDVS HEDPEVKENW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYK&KVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYTLPPSRDE LTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVEFSCSV MHEALHNHYT QKSLSLSPG 449
L 84

DIQMTQSPAS LSASVGDRVT IT?RASENIF SYLAWYQQKP GKSPKLLVYN 50

TRTLAEGVPS RFSGSGSGTD FSLTISSLQP EDFATYY&QH HYGTPFTFGS 100
GTKLEIKRTV AAPSVFIFPP SDEQLKSGTA SVV?LLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYAéEVTHQG 200
LSSPVTKSFN RGEC 214

HE4EL : ¥R o 7 L& I e - HESEL, HEHK, L#HD1, L#HK :
EE

H#HC223 — LEHC214, HEHC229 — HEHC229, HEHC232 - HEHC232 : AL 7 ¢ RS

HRYHEA ATREEBAT ; HEHN300 : BESH

TR BEBH OHEEHE 1

Fuca
4GIcNAcB1-2Manai | 6|

6
3Man[31 -4GIcNAcB1-4GIcNAc
4GIcNAcp1-2Mana1 ”

(Galpl-)o-2
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—glycoprotein




VY IZ<T TTHvAL, FUKEREAR (& K 151,000) THY, Bin AT 7 n—
FAPURIZA A Z > ) A K DMA &V =575 3~4 D77 4% (4[6G-{[(25)-1-
{[(1S,2R,3S,55,65,16E,18E,20R,21S)-11-7 11 1 -21-t K12 %3-12,20-2° A h ¥3--259,16-T + 7 A F/L--8,23-
AR VA28V F XY 922-0 7 T kT L7 1[19.3.1.11014 035]~ 2 9 = 4--10,12,14(26),16,18-~2 > X T
Vb-A NAF UYL X TR 2 NYATFN)T R I F2- AT IR R K 2 V) AT
7 =W TZ ) A NVEE (CaHseCINSOuS, 5 7715 : 881.51) ) A7 X /AN L THA L TWA. Pk
1%, BRI Z P00 AR RAPESUR Bl B & 43 1 5 (CEACAMSB) £/ 7 v —F AHUR T, Z Otk
REEIL~ T APURIZ, ZOMiTe b IgGLIZHKL, H 8D C Kl K450 1FFrE ST\ 5. FURE sy
I%, CHOMIMRIC KL W BEAEIND. X U XTI EERNE, 449 EOT 2V BEEN G HE (180 2 K%
DU DT I 7 BIEIEN G725 L (k) 2 KR TSN DHESX /78 (58 : £ 147,0000 Th
%.

Tusamitamab Ravtansine is an antibody-drug-conjugate (molecular weight: ca. 151,000) consisting of an average

of 3-4 Ravtansine (4-[(5-{[(2S)-1-{[(1S,2R,3S,5S,6S,16E,18E,20R,21S)-11-chloro-21-hydroxy-12,20-dimethoxy-
2,5,9,16-tetramethyl-8,23-dioxo-4,24-dioxa-9,22-diazatetracyclo[19.3.1.11014 035]hexacosa-10,12,14(26),16,18-
pentaen-6-ylJoxy}-1-oxopropan-2-yl](methyl)amino}-2-methyl-5-oxopentan-2-yl)disulfanyl]butanoyl group
(C42H59CIN3011S2; molecular weight: 881.51)), which is composed of maytansinoid DM4 and linker, attached to a
recombinant monoclonal antibody via amino group. The antibody moiety is a recombinant anti-carcinoembryonic
antigen-related cell adhesion molecule 5 (CEACAMS) monoclonal antibody, in which the complementarity-
determining regions are derived from mouse antibody, other regions are derived from human IgG1, and the C-terminal
K450 is deleted in the H-chain. The antibody is produced in CHO cells. The protein moiety is a glycoprotein (molecular
weight: ca. 147,000) composed of 2 H-chains (y1-chains) consisting of 449 amino acid residues each and 2 L-chains

(x-chains) consisting of 214 amino acid residues each.
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JAN (3% 44) : Tucatinib Ethanolate
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H4C
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N

N
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O

(C26H24Ng02)2 « C2HgO

No-(4,4-F A F)V-45-P Ra x4 — /L2 A L) -N-[3- A F/L-4-([124] b U 7 1 [1,5-a]E Y ¥ -7-A
NEXRINT 2= V]F TV d6-0 T I ~ITH ) — I

N°-(4,4-Dimethyl-4,5-dihydrooxazol-2-yl)-N*-[3-methyl-4-([ 1,2,4]triazolo[ 1,5-a]pyridin-
7-yloxy)phenyl]quinazoline-4,6-diamine hemiethanolate
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NH,

Cl

N H NH,
Yo ; e HCI * H,0
cl CO,H

C23H19CI:N304 + HCI - H,0

O-[5-7 % /-2-T7 == V-1 3RV I FH Y —L-T-A )W) AF)N]-35-V 7 mr-L-Frr —HERE—K
i)

O-[(5-Amino-2-phenyl-1,3-benzoxazol-7-yl)methyl]-3,5-dichloro-L-tyrosine monohydrochloride monohydrate



ok 303-6-B8, 304-1-Bl
JAN (AA%) - =uF =7 K
JAN (3¢ #44) : Nilotinib Hydrochloride Dihydrate

H | * HCI * 2H,0

CogH22F3N7O + HCI - 2H,0

4- A FJV-N-[3-(4-A F)V-1H-A I XV —)-1-A )W)-5-( NV A v A FN)T7 = =)L]-3-{[4-(E ) ¥ -3-A
INEY I VU2 ANMT IR RT IR —HEERIE KR

4-Methyl-N-[3-(4-methyl-1H-imidazol-1-yl)-5-(trifluoromethyl)phenyl]-3-{[4-(pyridin-3-yl)pyrimidin-
2-yl]amino } benzamide monohydrochloride dihydrate



kg5 303-7-B1
JAN (AA%) v~V AZv~T (B TH#z)
JAN (3% #44) : Marstacimab (Genetical Recombination)
7R BBESILE N ANV T ¢ RS

HEH

»

EVOLLESGGG

ISGSGGSTYY

ATSLSAFDIW

LVOPGGSLRL STAASGFTFS

SYAMSWVRQA

PGKGLEWVSA

ADSVKGRFTI SRDNSKNTLY

GQOGTMVTVSS ASTKGPSVEP

LOMNSLRAED

LAPSSKSTSG

|
TAVYYCAILG

GTAALG?LVK

plllS

DYFPEPVTVS

YICNVNHKPS

KDTLMISRTP

STYRVVSVLT

VYTLPPSREE

LDSDGSFFLY

QSVLTQPPSV

YGNSNRPSGV

GVEGGGTKLT

TVAWKADSSP

VTHEGSTVEK

WNSGALTSGV HTFPAVLQSS
NTKVDKKVEP KSCDKTHTCP
EVTCVVVDVS HEDPEVKENW
VLHODWLNGK EYKCKVSNKA
MTKNQVSLTC LVKGEYPSDI

SKLTVDKSRW QQOGNVFEFSCSV

SGAPGQRVTI S%E?SSSNIG

GLYSLSSVVT

PCPAPEAAGA

YVDGVEVHNA

LPAPIEKTIS

AVEWESNGQP

MHEALHNHYT

AGYDVHWYQQ

PDREFSGSKSG TSASLAITGL

VLGOPKAAPS VTLFPPSSEE

VKAGVETTTP SKQSNNKYAA

TVAPTECS

]
QAEDEADYYC

VPSSSLGTQT

PSVFLEFPPKP

KTKPREEQYN

KAKGQPREPQ

ENNYKTTPPV

QKSLSLSPG

LPGTAPKLLI

QSYDSSLSGS

LOANKATLVC LISDEFYPGAV

SSYLSLTPEQ WKSHRSYSCQ

50

100

150

200

250

300

350

400

449

50

100

150

200
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H $4 N300 : #EEEREA ; L QL - iy n /L 2 X g
H#$5 C223 — L 4 C217, H#$H C229 —H $4C229, H#H C232—H §{C232 : VA /L7 1 Ffi&
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Co304Ho772N168002006Sas (% > /X 7 ' ER Gy, 4AREH)
HEH  Co1s8H3346N5720670S17
L#H  CooaH154aN2680333S5

VINVAH =TV, BAGHRZ PURRIN RREEA  e B X — (TFPD) €/ 7 u—FAHKTHY, B b
IgGlICTHKRT 5. HEHD 3 >O7 I /BRI ER (L237A, L238A, G240A) 41, C KD K450 1%Fx
EINTWD., vV AZ < 71E, CHO MLV EASND. vV AZ < TIX, 49D 7T I/ Bk
ENDeD HE (y1 8) 2 KK 218 O T X /W5 EEN B2 5 L WH) 2 KT S o X2
B (1R £9146,0000 THD.

Marstacimab is a recombinant anti-tissue factor pathway inhibitor (TFPI) monoclonal antibody derived from human
IgG1. In the H-chain, the amino acid residues are substituted at 3 positions (L237A, L238A, G240A) and K450 at the
C-terminus is deleted. Marstacimab is produced in CHO cells. Marstacimab is a glycoprotein (molecular weight: ca.
146,000) composed of 2 H-chains (y1-chains) consisting of 449 amino acid residues each and 2 L-chains (A-chains)

consisting of 218 amino acid residues each.
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Hzosp\o

Ca3H3sNeO7P

U Ui Tk 4-({(65,95,98S)-1-(+X 2 UL ST A JL)-2,.9-F X FIL-4T-FAF V-8 [(F )V -8 L) R
FNNA 7 2 Ra2H-EF Y 7 [2,1-c][124 NV 7V -6-A LFATN)T = =)L

4-({(6S,9S,9aS)-1-(Benzylcarbamoyl)-2,9-dimethyl-4,7-dioxo-8-[(quinolin-8-yl)methyl]octahydro-
2H-pyrazino[2,1-c][1,2,4]triazin-6-yI}methyl)phenyl dihydrogen phosphate
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JAN (BEAR%) T7HLrLyv
JAN (3= 4) : Ataluren

N
/R CO,H

C1sH9FN203

3-[5-2-7 A B T == V)124-F XY T — -3 VLR

3-[5-(2-Fluorophenyl)-1,2,4-oxadiazol-3-yl]benzoic acid

73
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TR BRSO ERY AT 4 FiEE

$L BCMA-H 4

EVQLLESGGG

IGGSGGSLPY

PMDIWGQGTL

PVTVSWNSGA

DHKPSNTKVD

PEVTCVVVAV

TVVHQDWLNG

EMTKNQVSLT

YSKLTVDKSR

LVOPGGSLRL

ADIVKGRFTI

VIVSSASTKG

LTSGVHTFPA

KTVERKCEVE

SHEDPEVQFEFN

KEYKCKVSNK

CEVKGFYPSD

WQOGNVESCS

SCAASGFTEFES

I TF AT (EETRR )
: Elranatamab (Genetical Recombination)

SYPMSWVRQA

PGKGLEWVSA

SRDNSKNTLY

PSVEFPLAPCS

VLOSSGLYSL

CPECPAPPVA

WYVDGVEVHN

GLPSSIEKTI

IAVEWESNGQ

VMHEALHNHY

LOMNSLRAED

RSTSESTAAL

SSVVTVPSSN

GPSVFLFPPK

AKTKPREEQF

SKTKGQPREP

PENNYKTTPP

TOKSLSLSPG

TAVYYCARYW

GCLVKDYFPE

FGTQTYTCNV

PKDTLMISRT

NSTEFRVVSVL

QVYTLPPSRE

MLDSDGSFFL

50

100

150

200

250

300

350

400

441



$1 CD3s-H 44

EVQLVESGGG

IRNRARGYTS

DRPSYYVLDY

LVOPGGSLRL

DHNPSVKGRF

WGQGTTVTVS

SCAASGFTEFES

DYYMTWVRQA

PGKGLEWVAF

TISRDNAKNS

SASTKGPSVF

LYLOMNSLRA

PLAPCSRSTS

EDTAVYYJAR

ESTAALGCLV

KDYFPEPVTV

TYTCNVDHKP

LMISRTPEVT

RVVSVLTVVH

LPPSREEMTK

DGSFFLYSRL

P BCMA-L #

EIVLTQSPGT

DASTIRATGIP

QGTKVEIKRT

VDNALQSGNS

GLSSPVTKSF

SWNSGALTSG

SNTKVDKTVE

CVVVAVSHED

ODWLNGKEYK

NQVSLTCLVK

TVDKSRWQOG

LSLSPGERAT

DRFSGSGSGT

VAAPSVFIFP

QESVTEQDSK

NRGEC

VHTFPAVLQS

RKCRVRCPRC

PEVOFNWYVD

CKVSNKGLPS

GFYPSDIAVE

NVESCSVMHE

LSCRASQSVS

SGLYSLSSVV

PAPPVAGPSV

GVEVHNAKTK

SIEKTISKTK

WESNGQPENN

ALHNHYTQKS

SSYLAWYQOQOK

DFTLTISRLE

PSDEQLKSGT

DSTYSLSSTL

PEDFAVYYCQ

ASVVCLLNNF

TLSKADYEKH

TVPSSNEGTOQ

FLFPPKPKDT

PREEQFNSTF

GOQPREPQVYT

YKTTPPMLDS

LSLSPGK

PGOAPRLLMY

QYQOSWPLTEG

YPREAKVQWK

KVYACEVTHOQ

50

100
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Elranatamab is a recombinant bispecific monoclonal antibody against B-cell maturation antigen (BCMA) and CD3¢
chain, which is composed of anti-BCMA antibody derived from human IgG2, and anti-CD3¢ antibody whose
complementarity-determining regions are derived from mouse antibody and other regions are derived from human
IgG2. In the anti-BCMA-H-chain, the amino acid residues are substituted at 6 positions (C218E, P223E, D259A,
A324S, P325S, L362E). In the anti-CD3g-H-chain, the amino acid residues are substituted at 7 positions (C224R,
E226R, P229R, D265A, A330S, P331S, K409R). Elranatamab is produced in CHO cells. Elranatamab is a glycoprotein
(molecular weight: ca. 149,000) composed of an anti-BCMA-H-chain (y2-chain) consisting of 441 amino acid residues,
an anti-CD3e-H-chain (y2-chain) consisting of 447 amino acid residues, an anti-BCMA-L-chain (k-chain) consisting

of 215 amino acid residues, and an anti-CD3¢e-L-chain (k-chain) consisting of 219 amino acid residues.
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Epcoritamab is a recombinant bispecific monoclonal
antibody against CD3g chain and CD20, which is composed
of anti-CD3¢ chain antibody whose variable regions are
derived from mouse antibody and other regions are derived
from human 1gG1, and anti-CD20 antibody derived from
human 1gG1. In the anti-CD3e-H-chain, the amino acid
residues are substituted at 4 positions (L242F, L243E,
D273A, F413L), and K455 at the C-terminus is deleted. In
the anti-CD20-H-chain,
substituted at 4 positions (L239F, L240E, D270A, K414R),

and K452 at the C-terminus is deleted. Epcoritamab is

the amino acid residues are

produced in CHO cells. Epcoritamab is a glycoprotein
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Epcoritamab is a recombinant bispecific monoclonal
antibody against CD3¢ chain and CD20, which is composed
of anti-CD3¢ chain antibody whose variable regions are
derived from mouse antibody and other regions are derived
from human 1gG1, and anti-CD20 antibody derived from
human 1gG1. In the anti-CD3g-H-chain, the amino acid
residues are substituted at 4 positions (L242F, L243E,
D273A, F413L), and K455 at the C-terminus is deleted. In
the anti-CD20-H-chain,
substituted at 4 positions (L239F, L240E, D270A, K414R),

and K452 at the C-terminus is deleted. Epcoritamab is

the amino acid residues are

produced in CHO cells. Epcoritamab is a glycoprotein




(molecular weight: ca. 149,000) composed of an anti-CD3e-
H-chain (y1-chain) consisting of 454 amino acid residues, an
anti-CD3e-L-chain (A-chain) consisting of 215 amino acid
residues, an anti-CD20-H-chain (y1-chain) consisting of 451
amino acid residues, and an anti-CD20-L-chain (k-chain)

consisting of 214 amino acid residues.

(molecular weight: ca. 149,000) composed of an anti-CD3e-
H-chain (y1-chain) consisting of 454 amino acid residues, an
anti-CD3e-L-chain (A-chain) consisting of 215 amino acid
residues, an anti-CD20-H-chain (y1-chain) consisting of 451
amino acid residues, and an anti-CD20-L-chain (k-chain)

consisting of 215 amino acid residues.
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